***Background.*** Diseases caused by nontuberculous mycobacteria (NTM) have varied manifestations in different groups of patients. NTM infection has been an important cause of morbidity and mortality. We aimed to describe the clinical and microbiological characteristics, including outcomes of NTM infection in Thai population.

***Methods.*** A retrospective study was conducted among patients who were infected with NTM between January 1, 2008 and December 31, 2012. Criteria of NTM infection diagnosis was used by the American Thoracic Society (ATS) and the Infectious Disease Society of America (IDSA) jointly published guidelines in 2007.

***Results.*** A total of 225 patients with NTM infection were identified. Median (interquartile range) age was 55 (46-67) years old and 66.2% was female. Most of the patients had underlying conditions such as hypertension (20%), malignancy (14.2%), diabetes mellitus (10.2%), dyslipidemia (7.1%), and HIV infection (7.1%). Cough (62.2%) was the most common presentation, followed by skin lesion(s) (25.3%) and fever (17.3%). The common sites of infection were lungs (62.2%), skin and soft tissue (20.4%) and lymph node (11.6%). Disseminated infection was found in 10.7%. The common species isolated were *M. abscessus* (56.4%), *M. avium* complex (19.6%) and *M. fortuitum* (11.6%). By multivariate logistic regression, predicting factors for rapid growing NTM infection were presentation with skin lesion(s) \[odds ratio (OR) 5.46; 95% confidence interval (CI) 1.77-16.89, p = 0.037), positive bronchoalveolar lavage fluid culture (OR 0.47; 95% CI 0.23-0.95, p = 0.020) and HIV infection (OR 0.01; 95% CI 0.00-0.12, p \<0.001). Of all, 24.9% patients did not receive any treatment, 17% patients were treated with anti-tuberculosis regimen and 41.3% patients received treatment for NTM. For treatment outcomes, 53.8% patients had clinical improvement, 18.2% patients had stable clinical disease and 6.7% patients died.

***Conclusion.*** NTM infection was uncommon among Thai population. A significant number of rapid growing NTM infections were determined. Identify predicting factors associated with rapid growing NTM infection may be helpful for a physician in choosing appropriate treatment while waiting for the culture results or enable to perform culture.
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